Introduction
The electrophoretic separation of human proteins (for example serum proteins and lipoproteins) is a very popular test in clinical chemistry; separation is usually followed by a densitometric reading. In this paper the characteristics and performance of a new automatic densitometer are described (the IL Densiscan, Instrumentation Laboratory SpA, Italy), together with the results of an evaluation. It was not possible to follow any international guideline or recommendation-there is no accepted international standard for the description and evaluation of densitometers. Therefore the experiments were developed in comparison with other kinds of instrument; some general statements in the literature were also followed [1 and 2] .
Precision and resolution-which define the accuracy of minima point detection-were specifically investigated.
Any interference from the quality of the electrophoretic migration on the performance ofthe instrument was ruled out. No statistically significant differences were found for lipoproteins and haemoglobins. 5 ). Tables 6, 7 and 8 show that automatic minima detection, in comparison with the reference instrument, is excellent. Table 9 demonstrates that at low protein concentration the most heterogenous zones of the pherograms ( and y) give low values. This is probably due to the quantity of linked dye being lower than the instrument sensitivity limit, so that, to achieve success electrophoresis of specimens with low protein concentrations, for example urine, require a preliminary concentration to at least 4 g/dl total protein.
Materials and methods

Instrument design
Automatic fraction identification by a dedicated software system is easy and saves time, but does not do away with 
